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Decrease in the prevalence of extended-spectrum cephalosporin-resistant
Salmonella
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Decreasing was detected in the prevalence of extended-spectrum
cephalosporin-resistant Salmonella following cessation of ceftiofur use by the Japanese poultry
industry. Extended-spectrum cephalosporin (ESC)-resistant Salmonella in chicken meat is a
significant food safety concern. The prevalence of ESC-resistant Salmonella inchicken meat products
increased in Japan between 2005 and 2010. The prevalence of ESC-resistant Salmonella, mainly
consisting of AmpC B -lactamase CMY-2-producing isolates, in chicken meat products had increased to
45.5% (10/22) by 2011. However, following the voluntary cessation of ceftiofur use by the Japanese
poultry industry in 2012, the prevalence of ESC-resistant Salmonella steadily decreased each year,
to 29.2% (7/24), 18.2% (4/22), 10.5% (2/19), and 10.5% (2/19) in 2012, 2013, 2014, and 2015,
respectively. Furthermore, no AmpC ( -lactamase CMY-2-producing isolates were identified in 2014 and

2015.
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