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Issues in practice of the postmortem genetic testing
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The ﬁostmortem genetic testing to unexpected sudden deaths in infant is
becoming popular to deduce the cause of death, in which inheritable disorders such as arrythmia and
impaired fatty acid metabolism are subjects of investigation. In this study, we detected two
critical nucleotide substitutions for fatal disorders among 19 examined cases. In addition to
diagnosis, care for family members should be necessary in the genome analysis. In the present
examined cases, genetic counseling including grief care was performed to parents in cooperation with
genetic counselors and clinical doctors. We think a new system to take care of family members has
been developed by the multidisciplinary approach including various stuffs in hospital.
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MYLK G>T, hetero Asp914GIu
A>G, hetero Leu861Pro
G>A, hetero Arg845Cys
AKAP9 insAAC, hetero Leul336insThr
KCNH2 delG, homo Frameshift
MYH7 G>A, hetero Thr441Met
HCN4 G>A, hetero Pro1056Ser
KCNE1 T>C, homo Ser38Gly
KCNQ1 insC, hetero P631fs/19
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