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Metabolic profiling analysis of rat administered natural toxins
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For the purpose of clarifying influences, toxicities and action mechanisms
given by administration of natural toxins in the living body, internal metabolism profiling analyses
were worked on rat. Even though establishment of connected evaluation method of metabolomics
analysis and iTRAQ protein expression analysis is uncompleted, various fundamental data of metabolic
profiling analyses of rat administered natural toxins were obtained by GC-MS/MS and LC-QTOF-MS.
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