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Role of microbiota in the development of adenocarcinoma in Barrett™s esophagus
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Chronic inflammation-associated cancer is relevant to microbiome. We
investigated whether alteration of microbiome using antibiotics affects the development of
esophageal adenocarcinoma in a rat model. All rats in control and antibiotics-group developed
Barrett"s esophagus. Incidence of esophageal adenocarcinoma was similar between both groups with a
trend to reduced incidence in the antibiotics group (89 % in the control group versus 71 % in the
antibiotics group, P = 0.365). T-RFLP analysis showed that esophageal microbiome was different
between two groups such as the proportion of Lactobacillales was lower in the antibiotics group and
Clostridium cluster XIVa and XVIIl was higher in the antibiotics group. In conclusion, alteration of

microbiome does not affect the incidence of esophageal adenocarcinoma. Microbiome may not
contribute to the development of esophageal adenocarcinoma.
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