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Model analysis focusing on the mechanisms of rare variants in IgA nephropathy
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IgA nephropathy (1gAN) is the most prevalent glomerulonephritis among
worldwide. Because familial aggregation is observed, genetic factors could be involved in the
development of IgAN. We have collected 30 familial IgAN samples, and have carried out comprehensive
genomic analysis. Among variants detected by next generation sequencer, multiple rare variants
related to immune cells or mucosal immunity are co-segregated with patients in multiplex families.
Next, we have conducted the quantitative analysis of galactose-deficient IgAl (Gd-1gAl), APRIL, and
IgA repertoire in palatine tonsils removed to treat IgAN. The levels of Gd-1gAl were correlated with

the degree of deposition of Gd-1gAl in glomerulus, and usage of some V gene in IgA were defferent
from that of controls, and this analysis is still ongoing.
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Genome-wide linkage analysis

16 multiplex kindreds of IgA nephropathy ~ Parametric
+ autosomal dominant model
+ penetrance 0.85
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. Galactose—deficient IgAl expressed in

tonsillar crypts is correlated with
severity of glomerular injury in
patients with IgA nephropathy
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Niigata University, Niigata, Japan
The 61st annual meeting of the Japanese
Society of Nephrology, Niigata, Japan
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. Proteomics of glomeruli with IgA

nephropathy reveals the concomitant
abnormalities of cytoskeleton in the
podocytes.
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. Comprehensive Microbiome Analysis of

Tonsillar Crypts in IgA Nephropathy
Hirofumi Watanabel, Shin Gotol,
Masafumi Tsuchidal, Ichiei Narita
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