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In this study, we developed a phospho-specific AQP2 immuno-isolation
technique, and identified that vasopressin-mediated AQP2 Ser-261 phospho-regulation is processing in
combination with Ser-256 and Ser-269 phosphorylation. pS256-pS261-AQP2 is phophorylated at Ser-269
to be pS256-pS261-pS269 triplly phospho-form, and then dephosphorylated at Ser-261 to be transformed
into p8256—g8269—AQP2. We further revealed that the subsequent Ser-261 dephosphorylation was
required to be accumulated in apical plasma membrane in concert with prior Ser-256 and Ser-269

phosphorylation.
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