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Pathological analysis of acute graft-versus-host disease and development of
molecular targeted therapy for acute GVHD
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We performed mixed leukocyte reaction assay using wild type and
CCL8-knockout mice. CCL8 protein were not detected in the supernatant of CCL8 KO mice. Also we
preformed RNA interference assay with ccl8 specific siRNA. B% the RNAI, CCL8 protein were slightly
decreased in the supernatant. Thus, gene manipulation maybe the treatment option of acute GVHD
To explore the role of Chemokine (C-C motif) ligand 8 (CCL8) as a potential biomarker for acute
graft-versus-host disease (aGVHD), we retrospectively analyzed the sera and clinical course of 31
patients with grade Il to IV aGVHD. No deaths occurred in the ten patients with serum CCL8
concentrations less than 213 pg/mL, whereas 11 of the 21 patients with more than 213 pg/mL died
within 180 days post-transplantation. Thus, elevated serum CCL8 concentration before day 100
post-transplantation may predict aGVHD prognosis.
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Early expression on serum CCL8 closely
correlates with non-relapse mortality
after allogeneic hematopoietic stem cell
transplantation.
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