©
2015 2019

Development of a treatment depression with mixed feature by a biomarker-based
randomized controlled trial
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Although there are high expectations for the implementation of precision
medicine in psychiatry, a multifaceted approach needs to be persistently continued in this field,
where the pathology is still unexplored and sampling of lesions is not possible. In this study, we
focused on the genome, methylation, miRNAs, mitochondrial DNA, and clustering of clinical symptoms
among the markers that are associated with the therapeutic response of antidepressants and may serve

as the basis for drug selection and examined them in detail.
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