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Mutation in BRCA1 gene is more likely to develop breast and ovarian cancer.
These organs are targets of oestrogen, suggesting that oestrogen can be a main player in
carcinogenesis caused by BRCA1 mutation. From a view of morphology, initial step of carcinogenesis
is dysregulation of polarity signaling in epithelial tubule structure. This study is to investigate
the mechanism of dysregulation of polarity caused by BRCA1l mutation with oestrogen. This study may
provide a better treatment option in basal-like breast cancer associated with BRCA1 dysfunction.
Unfortunately, mechanism of dysregulation in polarity has not yet been identified, however we
identified biomarkers liked to poor and good prognosis in the basal-like breast cancer. Furthermore,
we identified a potential effective treatment to a subset of the poor prognostic basal-like breast
cancer. The mechanism of polarity dysregulation has been still investigated.
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