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Identification of novel microRNA and elucidation of tenocyte differentiation
mechanism using tenocyte culture system

Hayashi, Masanori
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Recently, microRNAS(miRNAS) have been emerged as important regulators in
cell differentiation. However, miRNAs which regulate tenocyte differentiation have not been
identified. In this study, we used a tenocyte culture system established in our previous study to
identify and characterize new miRNAs that control tenocyte differentiation. Our study revealed that
miR-675-3p, the expression of which decreases immediately after induction of differentiation, has
the effect of promoting differentiation of tenocytes, suppressing the expression of Mef2a and Mef2c
detected as its target gene. Our results suggest that miR-675-3p suppresses the expression of Mef2a
and Mef2c, whereby controlling tenocyte differentiation.
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