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Identification and functional analysis of candidate causal genes of the
ossification of posterior longitudinal ligament of the spine

Kawamura, Ichiro
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We tried to isolate mRNA from posterior longitudinal ligament of cervical
spine of mice, however, we could not because the tissue was too small. We selected candidate causal
genes of OPLL in the sensitive genome area identified by GWAS, and performed immunohistochemistry
against the coding proteins. All the selected proteins were detected in the degenerated ligament
cells in the OPLL specimens.
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