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Establishment of novel therapeutic system for renal cell carcinoma by
pahrmacogenomics and transcriptomics

Tsuchiya, Norihiko
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We analyzed pharmacokinetics and polymorphisms of 8 genes in 46 patients
with metastatic RCC (mRCC) who were treated with axitinib. Axitinib level in patients with UGT1Al
poor metabolisers were si?nifcantly higher than others. The overall survival (0S) in patients with
C0>5 ng/mL was signifcantly better than that in others. Genetic polymorphisms in UGT1Al were
signifcantly associated with the plasma axitinib level.

Furthermore, we measured serum concentrations of 34 cytokines in 44 mRCC patients treated with
axitinib. PFS and 0S of those patients in whom serum PAI-1 level decreased after the treatment was
significantly extended. The multivariate analysis showed that declined serum PAI-1 after the
treatment was a independent predictive marker of PFS and O0S.
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