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Enhanced miR-210 expression promotes the pathogenesis of endometriosis through
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We investigate the roles of the microRNA miR-210, a miRNA that is
upregulated in endometriotic cyst stromal cells (ECSCs), in the pathogenesis of endometriosis.
We used a global gene expression microarray technique to identify downstream targets of miR-210, and
we assessed compulsory miRNA expression in normal endometrial stromal cells (NESCs) to determine
the functions of miR-210 in endometriosis. We found that miR-210 transfection into NESCs resulted in
the induction of cell proliferation, the production of vascular endothelial cell growth factor, and
the inhibition of apoptosis through signal transducer and activator of transcription (STAT) 3
activation. The results indicate that miR-210 induces NESCs to differentiate into the endometriotic
phenotype, which is characterized by angiogenic, proliferative, and anti-apoptotic features.
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Systemic name FDR-adjusted P value Fold change

hsa-miR-199b-5p 0.107397 0.08

hsa-miR-503 0.107397 0.22

hsa-miR-424 0.107397 0.26

hsa-miR-196b 0.200067 0.29

hsa-miR-199a-3p 0.227034 0.41

hsa-miR-214 0.227034 0.46

hsa-miR-29b 0.216796 0.48

hsa-miR-455-3p 0.227034 0.49
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miR-132 is overexpressed in human ovarian endometriotic stromal cells and promotes the acquisition of endometriotic
phenotype
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