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This study was performed to investigate the association between the additive
effects of intraocular presure (I0P)-related genetic variants and maximum I0P, vertical cup-to-disc
ratio (VCDR), and high tension glaucoma (HTG) or normal tension glaucoma (NTG) as phenotypic
features of POAG. As the total number of risk alleles of 10P-related genetic variants increased, the
maximum IOP and VCDR significantly increased. The 10P and VCDR were increased by the additive
effects of 10P-related genetic variants in POAG, and the phenotype (HTG or NTG) in POAG depends on
the additive effects of I10P-related genetic variants.
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