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Genome editing for p63 in a head-and-neck squamous carcinoma cell line

Kurata, Shun-ichi
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P63(TP63), one of the tumor suppressor p53 gene family, is highly expressed
in non-invasive squamous carcinomas of head-and-neck. To investigate the role of p63, we attempted

genome editing with CRISPR-Cas9. P63 has TA and A N type transcription start sites, of which we
focused on the first exon of TA-p63. We selected drug-resistant cells after transfection of
carcinoma cells with a guide vector containing the gRNA and Cas9 together with a donor vector
containing a drug-resistance gene between the 5° and 3' flanking regions of the target site. This
procedure allowed recombination at the expected site, but only at a single allele. To achieve the
biallelic knockout, we needed to perform step-wise transfection-and-selection cycles using two donor

vectors with different drug resistance genes.
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