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Differential analysis and application at the molecular level of the
immunosuppressant action base seen from cartilage tissue
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1) We tried to clarify the re?ulatory mechanism of CCN2 / CTGF gene
expression of tacrolimus in vitro using molecular biological methods, but we could not obtain the
expected results.

2) When stimulating HCS-2/8 cells with tacrolimus, analyze exhaustively as well as other variable
genes such as dexamethasone, using the microarray method at the time and concentration where CCN2 /
CTGF gene expression regulation is the most active Although it was scheduled to do, it could not be
achieved due to delay in planning progress.
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