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Functional analysis of MYEOV gene in oral squamous cell carcinoma
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We 1dentified overexpression of MYEOV gene in oral squamous cell carcinoma.

Amplification and overexpression of the MYEOV gene has also been reported in other cancers. However,
its role is still unknown. The aim of this study is to screen the alteration of gene expression
under the RNA interference of MYEOV gene and to clarify the role of MYEOV gene in the development
and progression of oral squamous cell carcinoma. We performed knock down (KD) of the MYEOV gene and
investigated changes in gene expression by RNA sequencing and real time PCR. As a result, expression
of ERO1LB gene and KRT6A gene decreased in the oral cancer cell line. In addition, KD of MYEOV
showed suppression of cell proliferation and colony formation.
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KRT6A 0.38 Keratin
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CBX4 0.52 Transcription Factor
EROIB 0.54 Cell Metabolism
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PCDH9 1.65 Cell adhesion
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ENAH 0.72

Regulator of actin filaments

COLI12A1 0.72 Collagen
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PI3 1.62 Elastase specific inhibitor
TXNIP 1.41 Inhibitor of thioredoxin
CXCL8 1.40 Chemokine

LAMP3 1.33 Lysosome associated protein
SEC24A 1.29 Protein tranport
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