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Exploring the molecular mechanism that correlates periodontal disease with
systemic disease by metabolome analysis
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The aim of this study is to clarify the molecular group that contributes to
bidirectional correlation between periodontal disease and systemic disease.
In this study, we investigated the relationship between molecules that produced as the result of the
metabolic fluctuation in obesity condition, and metabolites that produced at the site of
periodontal disease, by metabolomic and lipidomic analysis.
As the result, it becomes clear that we can assess the metabolic fluctuation arise from obesity by
detecting the metabolome and/or lipidome in the serum. Moreover, it becomes clear that the amount of
metabolites produced at the site of periodontal disease change along with periodontal condition.
These results suggest that these metabolites can be the key molecules that correlate between
periodontal disease and systemic disease.
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Cholesterol ester (CE) 091 0.4011
Diacylglycerol (DAG) 137 0.2401
Triacylglycerol (TAG) 142 0.1614
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