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As a candidate of sensorprotein for heavy metal ions, preparation and
structural determination were tried with copper sensor proteins that act as acopper-sensing
transcriptional regulators. And heme transport proteins in Corynebacteria were also chosen as
research targets. In this work, we have studied the structural and functional relationships of HtaA
and HtaB from Corynebacterium glutamicum. We determined the crystal structure of the N-, and
C-terminal domains of HtaA (HtaA-N and HtaA-C, respectively) and HtaB. HtaA-N consists of 11
strands and two short a helices and accommodates one heme molecule with Tyr58 located in the first
o helix as the heme axial ligand. Tyr58 forms a hydrogen bond with Hisl111.

HtaA-C and HtaB show similar global structures to HtaA-N. The key residues for heme-binding and
recognition including the axial ligand of heme and residues involved in the hydrogen bonding
interactions with heme are conserved among HtaA-N, HtaA-C, and HtaB.
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