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Ecological networks of plant-pollinator-microorganism mutualisms mediated by
floral nectar
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The natural history of plant-pollinator-microorganism interaction has led to

increased interest among ecologists because nectar-dwelling microorganisms, notably yeasts, can
modify plant-pollinator mutualisms through their metabolic impact on the chemical properties of
nectar. Based on DNA metabarcoding analyses and isolated cultures, we determined composition of
microfungal communities in floral nectar from several herb species in a semi-natural grassland and
evaluated plant-pollinator-fungus associations with using network analyses. We found that the common

nectar-borne fungi diversity comprised few specialist yeasts belong especially to the genus of
Metschnikowia and that the fungal communities were structured with respect to pollinator types for
the plant species, indicating the network structure of plant-pollinator-microorganism mediated by
nectar. In addition, we isolated a novel Metschnikowia species from nectar-associated substrates and

revealed its life-cycle.
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