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Functional analysis for lifestyle diseases-related molecules based on molecular
epidemiologic study
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MicroRNAs (miRNAs) of the small, non-coding RNA family that regulate
translational processing of target mRNAs. miRNAs in fluid might be associated with diseases and
application to biomarker. However molecular and cellular mechanisms are largely unknown. In this
study, we have identified lifestyle diseases-related miR-22-3p using molecular epidemiologic study.
And we clarified that age-related transcription factor Foxo3a regulates expression level of
miR-22-3p in serum.
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