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Anaaygis of signal molecule modifications by multidimensional flow cytometric
metho
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We tried to establish "Multidimensional flow cytometric analysis method"
which could analyze multi parameters at the same time on a cell-by-cell basis by using flow
cytometer and verify that it could be a tool for analyzing behavior of signaling molecules. By using

the system, we analyzed gene expression and expression of phosphorylated protein in melanoma cell
line at single cell level at the same time by examining various conditions of sample preparation. We
also created a three-dimensional graph that simultaneously displays three or more parameters.
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4 PFA 1.5 PBS
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