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We tried to explore novel protein analysis combined with SILAC (Stable
Isotope Labeling by Amino acids in cell culture) and chemical crosslinking to identify the
components in protein complex named as SILAC-X-linking-protein purification-Mass spectrometry
(SXP-MS). However, SXP-MS did not work well to identify proteins because of a huge number of

contaminated proteins caused by cross-linking. i i i i i i
To substitute SXP-MS analysis, we applied BiolD method in budding yeast to identify the interacting

factors by biotiylation. This method was applicable for protein identification. During this
research, we have developed the novel genome editing technology named as CRIPSR/Transposon gene
integration (CRITGI) to achieve the protein overexpression as a by-product.
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