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Study of prototype histone codes for plant light/dark responses
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Using a primitive red alga Cyanidioschyzon merolae as the material, the
presence and the dynamics of histone post-translational modifications in response to changes of
light conditions were analyzed. We identified methylation and acetylation of histone H3K4 and H3K9,
respectively, by specific monoclonal antibodies, and found these modifications accumulate at S phase

and M phase of the algal cell cycle, respectively. In addition, we established a method to extract
histone proteins from C. merolae cells, and also showed the possibility that homologs of plant
photomorphogenic signaling factors, DET1 and COP1, are involved in the light-regulated
transcriptional regulation in C. merolae.
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