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In the age of genome-editing, technologies that enable engineering of RNA
expression is demanded. In this project, | aimed to establish such system by using the Rf-PPR
protein, an RNA-bindin? protein with great diversity and ubiquitously present in angiosperm species.

First of all, I established a system that visualizes the binding of a protein to an RNA sequence in
E. coli. | have also performed functional characterization of an Rf-PPR homolog. The RFL2 was shown
to be involved in the cleavage of the RNA transcript of the mitochondrially-encoded orf291.
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