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Characterization of dehydration-inducible icl gene in rice
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In this study, we investigated the functions of isocitrate Ixase (icl) gene
of rice using deficient mutants and overexpressors. Transcripts analysis indicated that icl gene
expression was regulated by ABA under dehydration conditions. Metabolites analysis indicated that
icl was involved in sugar metabolism. Our integrated analyses suggest that ICL is a key enzyme in
sugar metabolism under dehydration conditions.
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