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The effect of the number of the peel surface stomata on fruit splitting in
citrus

HABU, Tsuyoshi
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RNA-seq

In this study, to elucidate the mechanism of fruit splitting, we compared
morphological and physiological characteristics and gene expressions between fruit splitting
sensitive and insensitive citrus cultivars. Numbers of stomata were slight different, but fruit
weight increase by water absorption from the peel surface were not different between cultivars,
suggesting that fruit splitting in citrus is not_likely due to water absorption from the peel
surface. On the other hand, juice sac weight rapidly increased during the autumn rainy season, in
which fruit splitting occurred the most. We supposed that a combination of a thin peel and this
rapid enlargement of juice sacs is probably related to fruit splitting. RNA-seq analyses showed that

genes related to cell enlargement differently expressed between cultivars. These different
expression patterns may be related to differences of the juice sac enlargement, which could lead
fruit splitting.

RNA-seq
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