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Contribution of "atypical denitrifiers” to denitrification in rice paddy soil
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We elucidated the drivers of denitrification in rice paddy soil by
metatranscriptomic analysis. It was suggested that typical denitrifiers (denitrifying bacteria
belonging to Alpha-, Beta-, or Gammaproteobacteria) largely contributed to nitrite reduction to
nitric oxide, whereas atypical denitrifiers largely contributed to other denitrification reactions
(i.e., nitrate reduction, nitric oxide reduction and nitrous oxide reduction). Denitrification in
rice paddy soil could be “ orchestrated” reactions by combination of typical and atypical
denitrifiers.
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