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We have studied the conjugation mechanism of the pSN22, a small conjugative
plasmid. pSN22 transfer depends on the four tra genes. After conjugation between S. lividans, the
pSN22 derivatives transferred nearly 100% recipient cells, and up to 10-3 recipients were chromosome

recombinants. To test the Hfr like behavior of the pSN22 tra system, the DNA fragment encoded the
tra genes was_inserted S. lividans TK21 genome with Neomycin resistant gene. The resultant strain
was crossed with S.lividans TK24 derivative (Smr). Over 10% recipient cells showed Neomycin
resistant, indicating that chromosomal transfer from donor cell occurred with very high frequency.
To test the application possibility of this system in genomic engineering in Streptomyces, we tested
the inter-species genome transfer from S. lividans to the other Streptomyces strains.
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