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Metagenetic analysis on symbiotic bacterial community with Daphnia colonizing
near a vent on the lake floor of Lake Biwa
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Daphnia spp. were collected from 0-30 m and 60-90 m at a station (90 m deep)

in North basin of Lake Biwa. Archaeal and bacterial communities associated with whole bodies, guts
and feces were separately analyzed with a molecular technique. Whole DNAs were extracted from each
of the all samples with a Soil DNA Isolation Kit. Then, library of each sample was made with
two-step PCR targeted to V4 region of 16S rDNA in archaea and bacteria. More than 150 OTUs in genus
level were detected from all samples, suggesting extremely high diversity of bacterial communities
related with Daphnia bodies, guts and feces. No archaea were found, and therefore no
methane-oxidizing bacteria related food-web was shown in this study. According to cluster analysis
in order level, bacterial compositions in whole bodies, guts and feces were separated to different
clusters, showing specific bacterial communities in each of the three compartments tested.
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