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Molecular basis underlying ciliopathy in 13 trisomy syndrome
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13 trisomy syndrome (Patau syndrome) is characterized with developmental
anomalies of brain and heart. Importantly, patients with the disease also show ciliopathy-like
symptoms including polycystic kidney and polydactyly. In order to clarify the molecular pathology of

ciliopaty in Patau syndrome,here we attempted to screen the causative genes. We identified the two
genes associated with vesicular transport and mitochondria as the candidate gene underlying
ciliopathy in Patau syndrome.
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