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Functional analysis of the DNA region contributing to higher structure formation
of chromosome
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Recent studies suggest that three dimensional structures of chromosomes have

important roles in transcriptional regulation or chromosomal replication, however, the mechanisms
underlying forming chromosomal three dimensional structures remains unknown. In this work, we made
attempt to understand the function of the DNA sequence that we found in a distance of 500 kb from
Meisg promoter and interacting to Meis2 promoter regardless of the transcriptional activity of
eis2.
We tried and succeeded to establish conditional knockout ES cells and mouse line in this funding
period. We also found that this DNA region has impact to transcription activities of Meis2 promoter
by the conditional deletion of this DNA region. This transcriptional pattern alterations are very
complex and out of expectations, and thus the DNA region reveals that it is not simple enhancer
sequence. And also, preliminary results suggest that entire knockout homozygotes are lethal in the
very early stages (blastocyst?).
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