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Development of a cell preparation method for CNV analysis
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CNVs (copy number variations) have recently drawn attention as a reliable
marker of cancer susceptibility. Indeed, it has been accumulated as evidence that certain CNVs
affect cancer susceptibility in individuals. Different CNVs are associated with different cancers
and at present, CNVs associated with cancer susceptibility are successively reported. However,
simple and inexpensive methods for analyzing CNVs in individuals are not yet available. In this
project, we tried to develop a new interphase cytogenetic method to meet these requests. An analysis

of CNVs in individuals becomes very simple and easy if CNV signals in FISH (fluorescence in situ
hybridization) are larger and brighter than those in conventional FISH preparations. The long
treatment with formamide followed by treatment with pepsin made FISH signals large and bright. This
method can be applied to practical use for estimation of cancer susceptibility in individuals.
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