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To discover novel effector RNAs of Helicobacer pylori, we analyzed H.
pylori-coding small RNAs (sRNAs) and identified RNAs having potential to be translocated from
bacteria to host cells. Comprehensive RNA-seq data of H. pylori were generated by next generation
sequencers, and the expression levels of sRNA were determined by quantitative PCR to identify sRNA
candidates. Moreover, some of the sRNAs were specifically condensed in bacterial outer membrane
vesicles, indicating that the particular sRNAs possess capacity to be translocated from H. pylori

into the host cells.



# X C—19, F—-19—1, Z2—19, CK—19 (Gam)

1. WFZEBAE 4RO 5

H pylori 1Z. b kO BRI &Y %
SlEEZIHREMECHY . B, HILERE
B B OMALT U > Sl H 4 o 0% & B
5, RNE D cagpathogenicity island (cag
PAD) B FREICaZ— RENTWD 1V B3
#E& (Type IV secretion system, TFSS) #%
RSy & Z O E A LR E AN
WCHEBESW SN DM DOEKRT 7 =7 4 —
Z XY Cagh IZIAREDOIRFEMEICEHETH
%L DA X OERR A L BRI S
NTW5, HEEE DIZLIRIN S, YD
Cagh OERICER L THIEEAIT>TEY .,
Cagh Mg BN CTHE A 3 2 24720 7-8F
TR T A — K (Mimuro, H. et
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