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Investigating autoimmune inflammatory mechanism through transcriptome analysis
of intramuscular CD8 T cells
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i _In recent years, molecular targeted disease modifying drugs have shown to be
effective for treating autoimmune diseases such as multiple sclerosis and rheumatoid arthritis,

however this is not currently the case with idiopathic inflammatory myositis(1IM). This may be
partly due to the limited understanding in cellular immuno-mechanism of this disease. To investigate
the T cell biology of 1IM, we have aimed to conduct transcriptome analysis of T cells within the
inflamed muscle tissue by collecting these cells using laser microdissection. We have focused on
Inclusion Body Myositis which is known to present with CD8 dominant T cell infiltration and found
that some of the TCR clone frequency can alter greatly before and after treatment.
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