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Using zebrafish for screening of Diamond-Blackfan anemia drugs
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In this study, we developed an in vivo drug evaluation system that uses
zebrafish as a tool for drug discovery for Diamond-Blackfan anemia (DBA). (1) We performed a
compound screening as a pilot study to identify candidate drugs for DBA treatment. (2) A biolabeling
method was developed to detect drug metabolism in vivo. (3) We used CRISPR-Cas9 system to generate
DBA models that carry rpsl19 gene mutation. The rpsl19 homozygous mutants showed severe anemia at 48
hours post fertilization. (4) The toxicity test revealed an increased lethality depending on the
time period of compound treatments.
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