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Development of method of predicting prognosis for sepsis-associated
encephalopathy using pattern recognition analysis of nuclear magnetic resonance
data

Suzuki, Takao
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We collected cerebrospinal fluid from rat septic models, following sepsis
induction by intraperitoneal administration of LPS (lipopolysaccharide). Then, the cerebrospinal
fluid sample was subjected to proton (1 Ha NMR measurement using a 7 tesla (300 MHz) FT-NMR
apparatus (JEOL). We pattern-recognized this NMR spectrum and spectral data of a single pulse was
analyzed by partial least squares regression (PLS-DA). The NS group (control group; administered
physiological saline), LPS 2 group (administered 2 mg/kg LPS), and LPS 10 group (administered 10
mg/kg LPS) could not be clustered on the score plot. However, results from the analysis of the T2
spectrum data by PLS-DA suggested that there was a possibility of distinguishing between the LPS 2

and 10 groups. We confirmed that these three groups were clustered on the score plot to a certain
extent.
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