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Computational analysis of low-dose radiation responses based on artificial
neural network

Hattori, Yuya
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The purpose of this study is to understand the mechanism of low-dose
radiation response in cellular population related to evaluations of radiation risks. We developed a
mathematical model which can calculate temporal and spatial intercellular signaling and radiation
responses of individual cells.
Our model successfully reproduced radiation responses of experimental data previously reported. The
model also showed non-linear characteristics of low-dose radiation response.
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(a) Two-dimensional cellular automaton composed of
three types of grids
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(b) Four components of simulation algorithm
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