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relationships between debromination and urea synthesizability on metabolism of
xenobiotics by fish
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Debromination of PBDEs by fish has been considered that it would be caused
by deiodinase which is the enzyme for activation of thyroid hormones. The aim of the study is to
compare species specific debromination of PBDEs and reveal the factor. It is important knowledge for

metabolic sensitivity of xenobiotics. BDE99 is the most debrominatable congener of PBDE. To compare
accumulation of BDE99 in muscle tissues and debromination ability of BDE99 by hepatic microsome
among many kinds of fishes, wild fishes were collected from Tama River and coastal area of Tokyo
Bay, Japan. Some fishes had no BDE99 accumulation in their muscle tissues and had debromination
ability of BDE99 by hepatic microsome. Especially the all 12 Cyprinidae indicated the relationships
throughout the family. However there are no consistent relationships among 6 Gobidae. It is
suggested that the difference of the debromination velocity of BDE99 among species are due to
enzymatic structures of deiodinase.
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