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The comparison of gut microbiota by different exercise patterns by each
lifestyle

takeshita, haruko
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This study aims to separate the different exercise patterns by each
lifestyle: Exercise Ex), Stop exercise from the middle (ExS), Exercise every 3 days (ExA), Start
exercising from the middle (SEx), into 4 groups, and examine the changes in microbiota.

In 24weeks voluntary wheel exercise compared with Sedentary (Se) group, our results showed the ratio
of gaining weight and white adipose tissue weight significantly decreased in Ex, ExA. Moreover,

soleus muscle weight significantly increased in ExA, SEx of which gut microbiota changed.Thus, it was
found that the exercise load can be associated with the gut microbiota changes. Further examination
is necessary to explain the health science meanings of the changes of the gut microbiota.
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