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Development of a detection method for human enteric viruses in sewage

Kazama, Shinobu
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The presence of human enteric viruses in sewage reflects the occurrence of
infectious gastroenteritis in human population. To enhance efficiency of detecting human viruses in
sewage, a detection method targeting human enteric viruses in sewage was developed. As a result, the

rates of the human virus genome obtained from the developed method (targeted human viruses.) was
40-1000 times higher than that obtained from a method which targeted all virus genomes. Six
unclassified viruses were detected, which have not been reported in Japan. This method succeeded in
detecting human virus in sewage efficiently, and will be helpful to understand the distribution of
enteric viruses including rare and unclassified viruses in human population.
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