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Construction of screening system to identify druggable targets which are not
affected by genomic mutation of highly mutated RNA virus
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In this research plan, we aimed to develop RNA-virus proteomics and
comprehensive profiling of Kinome through construction of screening system to find novel therapeutic
targets. Especially, our focus is to develop a systematic screening which could find druggable
targets which is not affected by genomic mutation of highly mutated RNA virus.
In 2016, we developed and ﬁublished an experimental system capable of enriching phosphotyrosine
peptides at about 3 times higher efficiency than previous studies. We also investigated activity
profile of comprehensive Kinome by combining phosphoproteomics and phosphotyrosine proteomics. Then,
we identified kinases as therapeutic targets in colon cancer cell line resistant to Cetuximab.
Furthermore, we plan to apply our system of Kinome profiling into an analysis of Hepatitis C virus
(HCV) replicon cell lines, and search for therapeutic targets against HCV.
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