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Structural study of regulation of ryanodine receptor
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Structural studies of huge calcium channel, Ryanodine receptors (RyR) and
its regulatory proteins Calsequestrin (CSQ) and Junctin (JCT) were performed. CSQ has been found to
assume an extended conformation or a compact conformation, depending on the calcium concentration.
CSQ and JCT formed heterogeneous complexes likely through electrostatic interactions.
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