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The structural and functional analysis of the cyacnobacterial circadian clock
protein KaiB
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The circadian clock is an endogenous biological mechanism that
generates autonomous daily cycles. The molecular machinery of the cyanobacterial circadian clock
goniists of three proteins, KaiA, KaiB, and KaiC. The time information is transmitted from KaiC to

asA.
We showed that mass-spectrometric titration data of KaiB-KaiC complex showed that the proteins
formed a complex exclusively in a 6:6 stoichiometry and that the inverse contrast-matching technique
of small-angle neutron scattering revealed a disk-shaped arrangement of the KaiB subunits on the
outer surface of the KaiC ring, suggesting that cooperatively binding KaiB competes with SasA with
respect to interaction with KaiC. On the other hand, KaiB enhanced KaiA-KaiC complex formation.
These results suggested that the KaiB play the important role in the regulation of Kai protein
complex formation.
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