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Analyses of WIPI family as a PI(3,5)P2 effector
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In this study, | focused on functions of WIPI family as a PI1(3,5)P2-binding
effector. First, | analyzed the subcellular localization of WIPI family under various conditions
that the amount of PI1(3,5)P2 was changed. As a result, WIPI-1 and WIPI-2 displayed punctate
structures when cells were exposed to hyperosmotic stresses. Under hyperosmotic stresses, WIPI-1 and

WIPI-2 were co-localized with autophagosomes and p62, a substrate of selective autophagy, was
transported to lysosomes for degradation. Taken together, I concluded that an autophagic pathway is
induced in response to hyperosmotic stresses. Unexpectedly, WIPI-1 and WIPI-2 functioned as a P1(3)
P, a precursor of P1(3,5)P2, effector, but not as a PI(3,5)P2 effector. Interestingly, this
autophagy did not require the Ulk complex in contrast to starvation-induced autophagy.
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