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Development for new allelels of increasing spikelet number in rice
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Grain yield in rice is determined by the balance of four factors, Spikelet
number, grain fertility, grain weight, and panicle number. SPIKELET NUMBER (SPIKE) is a gene
identified from tropical japonica rice landrace which is identical to NARROW LEAF1 (NAL1l) gene and
enhance the grain productivity of indica cultivars through pleiotropic effect such as increasing
leaf width and spikelet number. However, the outcomes of different alleles of NAL1 from different
cultivars are not easily predicted and gene function for SPIKE was not fully understood. In this
study, the genomic region of NAL1 was sequenced from the 78 accession and the maximum likehood tree
was estimated. The predicted cDNA sequences were classified into 5 types according to their
predicted. This study can reveal that the Arg493Asp substitution located on 3rd exon have the main
effect of FLW enhancement. We analyzed transgenic plants with different copy number and there is
relationship between copy number and leaf width.
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