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Integration of STOP1 mediated aluminium tolerance beyond species
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Seventeen genes under the control of PpSTOPls were identified from
transcriptome analysis of the PpSTOP1 triple gene disruptants.From experiments with strains that
overexpressor of the PpSTOP1 regulated gene, we identified two aluminum resistance related genes
that are suggested to act palliatively on cell-wall-hardening due to aluminum toxicity.
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