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Understanding of oxidative fermentation for next-generation fermentation
technology: Regulation of intracellular metabolism following oxidative

fermentation
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Oxidative fermentation is a rapid and effective microbial conversion and is
expected as next-generation fermentation technology. In this study, we focused on intracellular
assimilation pathway which progresses after extracellular oxidation in acetic acid bacteria to
clarify its regulation system.

This study provided the following results using 5-ketogluconate ESKGA) fermentation as a model
fermentation. (1) We found transporter involved in 5KGA uptake. (2) Activation of intracellular 5KGA
metabolism was more important than induction of 5KGA transporter for induction of 5KG assimilation.
(3) We found transcriptional regulator related on 5KGA assimilation. These data will lead to
improvement of industrial production of 5KGA.
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