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Structural basis of the self- and non-self-recognition in plant
self-incompatibility
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Many flowering plants have self-incompatibility for promotion of
out-crossing to maintain the genomic diversity. In Brassica, pistil factor SRK and pollen factor
SP11 coding in the S-locus control the self-incompatibility reaction. This pollen rejection is
triggered by S-haplotype specific SRK-SP11 interaction. To study the mechanism of S-haplotype
specific recognition of SP11 by SRK, we tried to structure determination of SRK-SP11 complex by
X-ray crystallography. Here, he successfully expressed the recombinant SRK protein in insect cells,
and obtain the large amount of purified SRK protein. We also obtained the protein crystals of
SRK-SP11 complex. Our data will contribute to the determination of SRK-SP11 structure and
understanding the mechanism of self-incompatibility in plants.
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