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Meta-enzymatic search for D-amino acid oxidoreductases for a novel D-amino acid
analysis method.

Mutaguchi, Yuta
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The purpose of this work was to find a novel D-amino acid oxidoreductase
with the high substrate specificity and stability. We tried to cultivate several thermophile that
grow under different nutrient source and pH conditions form different hot spring soils collected in
Akita and around. As a result, 10 types of thermophilic flora and 84 thermophilic strains were
obtained. Using the activity staining method, we screened D-amino acid oxidoreductase activities
from these thermophilic flora and strains. However, no activity detected. In addition,
characterization of putative D-amino acid dehydrogenase gene (Locus tag: GK1399) found in genome
database of Geobacillus kaustophilus was conducted. The recombinant protein expressed from this gene

showed D-amino acid oxidoreductase activities for 7 types of D-amino acid. But, their activities
were much lower than other D-amino acid oxidoreductase ready known. Therefore, this enzyme was not a
novel D-amino acid oxidoreductase that we aimed at.
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Geobacillus kaustophilus JCM 12893
Locus tag: GK1399
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